ABSTRACT Here, we report the draft genome sequence of Rhodovulum robiginosum DSM 12329 T , an anoxygenic phototroph isolated from a marine sediment in the North Sea (Jadebusen, Germany). This is the first genome for a marine photoferrotrophic bacterium, and it provides a genetic basis to understand the mechanistic underpinnings of photoferrotrophy in future studies.
Heme containing cytochrome c proteins are known to be involved in photoferrotrophy in related bacteria (8, 9) . Genomewide searches for cytochrome c proteins containing the characteristic heme-binding motif (CXXCH) in the PGAP annotations yielded 40 proteins. This includes 30 monoheme, 8 diheme, 1 triheme, and 1 octaheme c-type cytochromes. This annotated genome sets the stage for future genetic studies of photoferrotrophy in R. robiginosum DSM 12329 T and improves our understanding of photoferrotrophic marine bacteria.
Data availability. This whole-genome shotgun project has been deposited in GenBank under the accession number RWGU00000000. Raw sequencing reads have been deposited in the NCBI Sequence Read Archive (SRA) under the accession number SRR8282973.
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